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Biomolecular Modeling and Simulation
Structural Bioinformatics

Modeling of Metabolic Networks
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Bioinformatics & Computational Biology
Complex Biological Systems and Networks
Metagenome & Metatranscriptome Analysis

Machine Learning & Pattern Recognition (application in biology)
Uncertainty and Its mathematical basis (application in biology)
Data/Information Fusion (application in biology)

Distributed Systems (application in biology)
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Computational Drug Design

Drug-Target and Drug-Diseases Networks
Machine Learning Methods in Drug Discovery
Systems Pharmacology

Bioinformatics and Computational Biology

Chemoinformatics and Chemogenomics
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Machine Learning & Computational Biology

Deep Learning for Single-Cell and Spatial Omics
Generative Models for Cellular Perturbation Analysis
Computational Cancer Genomics

Multimodal Data Integration in Cancer

More info at: http://Icbb.ut.ac.ir/

(Interested in working with students with strong background in
biology or computation)
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